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In the Specification : 

t 

On page 5. please replace the paragraph starting on line 7 with the following 
paragraph : 

For the purposes of the present Invention AG can be calculated using the RNA 
structural prediction program iVIFOLD ( Zuker IVI. and iJacobson A.B. (1995) 
Nucleic Ac. Res. (23) 2791-2798). 
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On page 26 please replace the paragraph starting on lin^20 with the paragraph 
below 



"Sequence identity" 

For the purposes of the present invention, sequence identity may be detennined, 
for example, by using the ALIGN program (version 2.0). This calculates a global 
alignment of two sequences. (See IVIyers and Miller.(1989) CABIOS, 4. 11-17). 
Gap penalties: -16/-4. 
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